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Supplementary File 1.  Reference pooled transcriptome for S. mediterranea.  Reference transcriptome generated using default de novo assembly parameters in CLC Genomics Workbench (CLC Bio, Aarhus, Denmark) from the following databases: a S. mediterranea transcript discovery sequencing project (Blythe, et al 2010, PMID: 21179477), 454 sequencing reads from sexual S. mediterranea generated by our laboratory, maker and de_novo gene predictions from the S. mediterranea genome (Robb, et al 2008, PMID: 17881371; Cantarel, et al 2008, PMID: 18025269), and neuropeptide sequences (Collins, et al 2010, PMID: 20967238).  156,959 reads were assembled into 22,120 contigs, with 33,829 sequences not matching.  The contigs and nonmatching sequences were joined into one library and renamed numerically in Galaxy (Giardine, et al 2005, PMID: 16169926).

